
Protein Rank R p-value

STOM -0.95 2.60E-004

ZYG11B -0.95 2.60E-004

ITM2B -0.95 2.60E-004

UBA3 -0.95 2.60E-004

TMEM11 -0.95 2.60E-004

TSPAN14 -0.93 8.63E-004

COQ10B -0.93 8.63E-004

PRR15L -0.93 8.63E-004

SACM1L -0.91 2.01E-003

OTULINL -0.91 2.01E-003

Protein Rank R p-value

GRAMD2B 0.95 2.60E-004

FHL3 0.91 2.01E-003

SKA1 0.91 2.01E-003

S100A7 0.91 2.01E-003

MTFMT 0.91 2.01E-003

DDX19B 0.91 2.01E-003

FNBP1L 0.88 3.85E-003

RAD23B 0.88 3.85E-003

DOCK6 0.88 3.85E-003

PARD6G 0.88 3.85E-003
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Skin cancer can be treated with

cold physical plasma generated

with the atmospheric pressure

argon plasma jet kINPen [1].

Gas plasma effects are throught

to be mediated via reactive

oxygen species (ROS) [1].

Different cell lines show varying

sensitivities to physical plasma,

H2O2, and HOCl treatments [2,3,4].
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Fig. 2. Top 10 positively correlating proteins (gas plasma).

Fig. 3. Top 10 negatively correlating proteins (gas plasma).

Fig. 1. Venn diagram of all significantly correlating proteins for gas plasma, H2O2, and HOCl

treatment.
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