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MOTIVATION OXIDATIVE STRESS-CORRELATING PROTEINS

Skin cancer can be treated with
cold physical plasma generated
with the atmospheric pressure
argon plasma jet kINPen 1,

Gas plasma effects are throught
to be mediated via reactive
oxygen species (ROS) 1,

Different cell lines show varying
sensitivities to physical plasma,
H,O,, and HOCI treatments [2:34], O Plasma pos Plasma neg
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Fig. 1. Venn diagram of all significantly correlating proteins for gas plasma, H,O,, and HOCI
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Fig. 2. Top 10 positively correlating proteins (gas plasma).
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